
Suppl 5. Differential expression of CD3-CD16+CD56- and CD3-CD16-CD56+ subpopulations between patients and controls.
	CD3-CD16+CD56- subpopulations
	Group
	Mean%± SD
	p-value

	CD3-CD16+CD56-
	patients
	12.9± 6.8
	<0.001

	
	controls
	22.3± 5.7
	

	CD3-CD16+CD56-CD244+CD196+
	patients
	20.2± 10.1
	<0.001

	
	controls
	6.7± 1.5
	

	CD3-CD16+CD56-CD244-CD196+
	patients
	24.3± 12.5
	<0.001

	
	controls
	63.9± 6.5
	

	CD3-CD16+CD56-CD244+CD196-
	patients
	39.02± 15.1
	0.002

	
	controls
	27.6± 5.8
	

	CD3-CD16+CD56-CD244-CD196-

	patients
	17.2± 11.3
	<0.001


	
	controls
	1.9± 1.9
	

	CD3-CD16-CD56+ subpopulations
	Group
	Mean%± SD
	p-value

	CD3-CD16-CD56+
	patients
	18.9± 10.7
	<0.001

	
	controls
	3.6± 0.8
	

	CD3-CD16-CD56+CD244+CD196+
	patients
	25.7± 10.0
	0.003

	
	controls
	15.0± 7.1
	

	CD3-CD16-CD56+CD244-CD196+
	patients
	17.7± 12.7
	<0.001

	
	controls
	37.7± 8.6
	

	CD3-CD16-CD56+CD244+CD196-
	patients
	42.6± 13.4
	0.9

	
	controls
	42.1± 8.5
	

	 CD3-CD16-CD56+CD244-CD196-
	patients
	14.0± 9.3
	<0.001

	
	controls
	5.3± 2.7
	


[bookmark: _Hlk167395344]Data expressed as mean%± SD, analyzed by Mann Whitney test, p≤0.05 is significant.


